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 Evaluated domains: 

 

 Analysis performed on FM and TBM/FM domains 
only 

 1 domain (T0537_D2) not considered due to its 
short length - 31 residues 

 28 domains total  

 

 



 Participating groups: 

 

 28 

 25 submitted predictions for the evaluated 
domains 

 



 Format of predictions: 

  

 Residue pairs in contact  

 Probability scores for contacts 

 

 Probability scores were used to rank and select 
 predicted contacts 

 



 Evaluation: 

 

 Evaluation performed on predictions ranked as #1  

 Only long range contacts considered (separation 
along the sequence ≥ 24 residues)  

 For each target domain of length L, 3 sets of top 
ranked contacts were considered, comprising L/5, 
L/10, and just 5 predictions 

 Not all groups submitted sufficient number of 
contacts to be evaluated 
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Numbers of predicted targets per group  
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 Evaluation scores: 

 

 As in previous CASPs two scores for evaluation of 
contact predictions were used:  Acc and Xd 

 



Acc per target 
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Xd per target 
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Acc per group 
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Xd per group 
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 The groups were ranked according to the 
cumulative Z score (removing outliers): 

 

Z total = Z Acc + Z Xd 

 

  



Z, total 
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T test for groups (Acc score, L/5) 



T test for groups at (Xd score, L/5) 



Top12 groups: 

 



 SMEG-CCP abstract: 

 

 “For each target, the server predictions marked 
as „model 1‟ were converted to contact maps 
using the CASP contact definition…” 

 



Comparison with CASP8 (12 best groups, Acc) 



Comparison with CASP8 (12 best groups, Xd) 
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Head to head comparison of groups 


